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FEATURES   Location/Qualifiers 

  source    1..8689 
  /organism="synthetic DNA construct" 



  /mol_type="other DNA" 
  misc_feature    23..667 

  /label=CMV-LTR 
  LTR     488..668 

  /label=5' LTR (truncated) 
  /note="truncated 5' long terminal repeat (LTR) from 

HIV-1" 
  misc_feature    715..840 

  /label=HIV-1 Psi 
  /note="packaging signal of human immunodeficiency 

virus 
  type 1" 

  misc_feature    720..856 
  /label=psi 
  /note="psi" 

  misc_feature    1337..1570 
  /label=RRE 
  /note="The Rev response element (RRE) of HIV-1 

allows for 
  Rev-dependent mRNA export from the nucleus to the 
  cytoplasm." 

  misc_feature    1348..1552 
  /label=rre 
  /note="rre" 

  misc_feature  2062..2212 
  /label=cts 

  misc_feature    2062..2177 
  /label=cPPT/CTS 
  /note="central polypurine tract and central 

termination 
  sequence of HIV-1 (lacking the first T)" 

  misc_feature    complement(2221..2294) 
  /label=chRNA backbone 

  misc_RNA      complement(2227..2302) 
  /label=gRNA scaffold 
  /note="guide RNA scaffold for the CRISPR/Cas9 

system" 
  gap   2303..2322 

  /estimated_length=20 
  misc_feature    complement(2324..2572) 

  /label=hU6 Promoter 
  misc_feature    2324..2572 

  /label=U6Human 
 promoter      complement(2332..2572) 

  /label=U6 promoter 
  /note="RNA polymerase III promoter for human U6 

snRNA" 
  CDS   complement(2581..2955) 

  /codon_start=1 
  /gene="ZeoR marker" 
  /label=ZeoR marker 

/translation="MAKLTSAVPVLTARDVAGAVEFWTDRLGFSRDFVEDDFAGVVRDD 



VTLFISAVQDQVVPDNTLAWVWVRGLDELYAEWSEVVSTNFRDASGPAMTEIGEQPWGR 
    EFALRDPAGNCVHFVAEEQD" 

  misc_feature    complement(2956..3033) 
    /label=EM7 

  promoter        complement(2965..2983) 
  /label=T7 promoter 

    /note="promoter for bacteriophage T7 RNA polymerase" 
  promoter        complement(2975..3022) 

  /label=EM7 promoter 
  /note="synthetic bacterial promoter " 

  misc_feature    3050..3082 
  /label=SBS3 

  gap     3083..3107 
  /estimated_length=25 

  misc_feature    3083..3107 
  /label=Barcode 

  misc_feature    complement(3108..3141) 
  /label=TruSeqR 

  promoter      3154..3451 
  /label=cU6-3 

  gap     3453..3472 
  /estimated_length=20 

  misc_feature    3473..3554 
  /label=chRNA backbone(1) 

  misc_RNA      3473..3548 
  /label=gRNA scaffold 
  /note="guide RNA scaffold for the CRISPR/Cas9 

system" 
  misc_feature    complement(3570..3575) 

  /label=EcoRI 
  promoter    3592..3992 

  /label=SFFV_SFFV promoter 
  /label=SFFV_SFFV 

  CDS   4019..4711 
  /codon_start=1 
  /label=ZsGreen 
  /note="ZsGreen" 

/translation="MAQSKHGLTKEMTMKYRMEGCVDGHKFVITGEGIGYPFKGKQAIN 

LCVVEGGPLPFAEDILSAAFMYGNRVFTEYPQDIVDYFKNSCPAGYTWDRSFLFEDGAV 

CICNADITVSVEENCMYHESKFYGVNFPADGPVMKKMTDNWEPSCEKIIPVPKQGILKG 

DVSMYLLLKDGGRLRCQFDTVYKAKSVPRKMPDWHFIQHKLTREDRSDAKNQKWHLTEH 
    AIASGSALP" 

  primer_bind     4019..4084 
  /label=seq.ZsGrev 

    /note="seq.ZsGrev" 
  primer_bind     4609..4711 

  /label=seq.ZsGfw 
  /note="seq.ZsGfw" 

  misc_feature    4712..4777 



  /label=P2A 
  CDS   4721..4777 

  /codon_start=1 
  /product="2A peptide from porcine teschovirus-1  
  polyprotein" 
  /label=P2A 
  /note="Eukaryotic ribosomes fail to insert a peptide 

bond 
  between the Gly and Pro residues, yielding separate 
  polypeptides." 
  /translation="ATNFSLLKQAGDVEENPGP" 

  CDS   4778..5374 
  /codon_start=1 
  /gene="pac from Streptomyces alboniger" 
  /product="puromycin N-acetyltransferase" 
  /label=PuroR 
  /note="confers resistance to puromycin" 

/translation="TEYKPTVRLATRDDVPRAVRTLAAAFADYPATRHTVDPDRHIERV 

TELQELFLTRVGLDIGKVWVADDGAAVAVWTTPESVEAGAVFAEIGSRMAKLSGSRLAA 

QQQMEGLLAPHRPKEPAWFLATVGVSPDHQGKGLGSAVVLPGVEAAERAGVPAFLETSA 
    PRNLPFYERLGFTVTADVEVPEGPRTWCMTRKPGA" 

  CDS             join(4789..5163,5165..5374) 
  /codon_start=1 
  /gene="pac from Streptomyces alboniger" 
  /product="puromycin N-acetyltransferase" 
  /label=pac from Streptomyces alboniger 
 /label=puromycin N-acetyltransferase 

  /note="PuroR;confers resistance to puromycin" 

/translation="MHGAPRHPRRRPPGRTHPRRRVRRLPRHAPHRRPGPPHRAGHRAA 

RTLPHARRARHRQGVGRGRRRRGGGLDHAGERRSGGGVRRDRLAHGQVERFPAGRAATD 

GRPPGAAPAQGARVVPGHRRRSPDHQGKGLGSAVVLPGVEAAERAGVPAFLETSAPRNL 
    PFYERLGFTVTADVEVPEGPRTWCMTRKPGA" 

  misc_feature    5164 
    /label=mutate Puro 

  misc_feature    5392..5983 
  /label=WPRE 

    /note="WPRE" 
  misc_feature    5392..5980 

  /label=WPRE 
  /note="woodchuck hepatitis virus posttranscriptional 
  regulatory element" 

  CDS             complement(5863..5874) 
  /codon_start=1 
  /product="Factor Xa recognition and cleavage site" 
  /label=Factor Xa site 
  /translation="IEGR" 

  misc_feature    6187..6422 
  /label=3'LTR 



  /note="3'LTR" 
  LTR   6187..6420 

  /label=3' LTR (Delta-U3) 
  /note="self-inactivating 3' long terminal repeat 

(LTR) from 
  HIV-1" 

  promoter    6516..6845 
  /label=SV40 
  /note="SV40;SV40 enhancer and early promoter" 

  rep_origin    6696..6831 
  /label=ori 
  /note="ori;SV40 origin of replication" 

  rep_origin    complement(6934..7522) 
  /direction=LEFT 
  /label=ori 
  /note="high-copy-number ColE1/pMB1/pBR322/pUC origin 

of 
  replication" 

  misc_feature    6934..7522 
  /label=ori(1) 

  CDS     complement(7693..8652) 
  /gene="bla" 
  /product="beta-lactamase" 
  /label=bla 
  /label=beta-lactamase 
  /note="AmpR;confers resistance to ampicillin, 
  carbenicillin, and related antibiotics" 

  CDS   complement(7693..8553) 
  /codon_start=1 
 /gene="bla" 

  /product="beta-lactamase" 
  /label=AmpR 
  /note="confers resistance to ampicillin, 

carbenicillin, and 
  related antibiotics" 

/translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGYI 

ELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVEYS 

PVTEKHLTDGMTVRELCSAAITMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRLDRW 

EPELNEAIPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPLLRSA 

LPAGWFIADKSGAGERGSRGIIAALGPDGKPSRIVVIYTTGSQATMDERNRQIAEIGAS 
  LIKHW" 

  CDS   complement(7696..8355) 
  /label=AmpR 

  promoter    complement(8554..8658) 
  /gene="bla" 
  /label=AmpR promoter 

ORIGIN 
   1 gacggatcgg gagatcctcg cgcgttgaca ttgattattg actagttatt 

aatagtaatc 



    61 aattacgggg tcattagttc atagcccata tatggagttc cgcgttacat 
aacttacggt 

   121 aaatggcccg cctggctgac cgcccaacga cccccgccca ttgacgtcaa 
taatgacgta 

   181 tgttcccata gtaacgccaa tagggacttt ccattgacgt caatgggtgg 
agtatttacg 

   241 gtaaactgcc cacttggcag tacatcaagt gtatcatatg ccaagtacgc 
cccctattga 

   301 cgtcaatgac ggtaaatggc ccgcctggca ttatgcccag tacatgacct 
tatgggactt 

   361 tcctacttgg cagtacatct acgtattagt catcgctatt accagctagc 
gaggcgtggc 

   421 ctgggcggga ctggggagtg gcgagccctc agatcctgca tataagcagc 
tgctttttgc 

   481 ctgtactggg tctctctggt tagaccagat ctgagcctgg gagctctctg 
gctaactagg 

   541 gaacccactg cttaagcctc aataaagctt gccttgagtg cttcaagtag 
tgtgtgcccg 

   601 tctgttgtgt gactctggta actagagatc cctccgaccc ttttagtcag 
tgtggaaaat 

   661 ctctagcagt ggcgcccgaa cagggacttg aaagcgaaag ggaaaccaga 
ggagctctct 

   721 cgacgcagga ctcggcttgc tgaagcgcgc acggcaagag gcgaggggcg 
gcgactggtg 

   781 agtacgccaa aaattttgac tagcggaggc tagaaggaga gagatgggtg 
cgagagcgtc 

   841 agtattaagc gggggagaat tagatcgcga tgggaaaaaa ttcggttaag 
gccaggggga 

   901 aagaaaaaat ataaattaaa acatatagta tgggcaagca gggagctaga 
acgattcgca 

   961 gttaatcctg gcctgttaga aacatcagaa ggctgtagac aaatactggg 
acagctacaa 
     1021 ccatcccttc agacaggatc agaagaactt agatcattat ataatacagt 
agcaaccctc 
     1081 tattgtgtgc atcaaaggat agagataaaa gacaccaagg aagctttaga 
caagatagag 
     1141 gaagagcaaa acaaaagtaa gaccaccgca cagcaagcgg ccggccgctg 
atcttcagac 
     1201 ctggaggagg agatatgagg gacaattgga gaagtgaatt atataaatat 
aaagtagtaa 
     1261 aaattgaacc attaggagta gcacccacca aggcaaagag aagagtggtg 
cagagagaaa 
     1321 aaagagcagt gggaatagga gctttgttcc ttgggttctt gggagcagca 
ggaagcacta 
     1381 tgggcgcagc gtcaatgacg ctgacggtac aggccagaca attattgtct 
ggtatagtgc 
     1441 agcagcagaa caatttgctg agggctattg aggcgcaaca gcatctgttg 
caactcacag 
     1501 tctggggcat caagcagctc caggcaagaa tcctggctgt ggaaagatac 
ctaaaggatc 
     1561 aacagctcct ggggatttgg ggttgctctg gaaaactcat ttgcaccact 
gctgtgcctt 
     1621 ggaatgctag ttggagtaat aaatctctgg aacagatttg gaatcacacg 
acctggatgg 



     1681 agtgggacag agaaattaac aattacacaa gcttaataca ctccttaatt 
gaagaatcgc 
     1741 aaaaccagca agaaaagaat gaacaagaat tattggaatt agataaatgg 
gcaagtttgt 
     1801 ggaattggtt taacataaca aattggctgt ggtatataaa attattcata 
atgatagtag 
     1861 gaggcttggt aggtttaaga atagtttttg ctgtactttc tatagtgaat 
agagttaggc 
     1921 agggatattc accattatcg tttcagaccc acctcccaac cccgagggga 
cccgacaggc 
     1981 ccgaaggaat agaagaagaa ggtggagaga gagacagaga cagatccatt 
cgattagtga 
     2041 acggatctcg acggtatcgc ctttaaaaga aaagggggga ttggggggta 
cagtgcaggg 
     2101 gaaagaatag tagacataat agcaacagac atacaaacta aagaattaca 
aaaacaaatt 
     2161 acaaaaattc aaaattttcg ggtttattac agggacagca gagatccagt 
ttatcgataa 
     2221 aaaaaagcac cgactcggtg ccactttttc aagttgataa cggactagcc 
ttattttaac 
     2281 ttgctatttc tagctctaaa acnnnnnnnn nnnnnnnnnn nncggtgttt 
cgtcctttcc 
     2341 acaagatata taaagccaag aaatcgaaat actttcaagt tacggtaagc 
atatgatagt 
     2401 ccattttaaa acataatttt aaaactgcaa actacccaag aaattattac 
tttctacgtc 
     2461 acgtattttg tactaatatc tttgtgttta cagtcaaatt aattctaatt 
atctctctaa 
     2521 cagccttgta tcgtatatgc aaatatgaag gaatcatggg aaataggccc 
tcgcggccgc 
     2581 tcagtcctgc tcctcggcca cgaagtgcac gcagttgccg gccgggtcgc 
gcagggcgaa 
     2641 ctcccgcccc cacggctgct cgccgatctc ggtcatggcc ggcccggagg 
cgtcccggaa 
     2701 gttcgtggac acgacctccg accactcggc gtacagctcg tccaggccgc 
gcacccacac 
     2761 ccaggccagg gtgttgtccg gcaccacctg gtcctggacc gcgctgatga 
acagggtcac 
     2821 gtcgtcccgg accacaccgg cgaagtcgtc ctccacgaag tcccgggaga 
acccgagccg 
     2881 gtcggtccag aactcgaccg ctccggcgac gtcgcgcgcg gtgagcaccg 
gaacggcact 
     2941 ggtcaacttg gccatggtgg ccctcctata gtgagtcgta ttatactatg 
ccgatatact 
     3001 atgccgatga ttaattgtca acacgtgctg caggatccgc actacgcgta 
cactctttcc 
     3061 ctacacgacg ctcttccgat ctnnnnnnnn nnnnnnnnnn nnnnnnnaga 
tcggaagagc 
     3121 acacgtctga actccagtca cctcgagatt gtcgcgccgc cgctccttca 
ggcactgccg 
     3181 acgacagccc aggcggaggt cctgagcgcc ggcgctaaat ttgcataaag 
aactacccag 
     3241 gagccctcgc gcgcggaaac gggcaaaaag gggcttctaa tatggaaata 
ttacgccgaa 



     3301 tcgcgttaca aatcggctaa gcgggcctaa gagttaacaa gatgtgctat 
taagcggagc 
     3361 cttttggtgg gaagaaatgg agtagtcact gtgttctaaa agaacttgca 
gaatgagcct 
     3421 ttaaataccg cagtctcgat gctcttagtc ggnnnnnnnn nnnnnnnnnn 
nngttttaga 
     3481 gctagaaata gcaagttaaa ataaggctag tccgttatca acttgaaaaa 
gtggcaccga 
     3541 gtcggtgctt ttttttacta tctcagattg aattcatcgg tatacttggc 
aagctagctg 
     3601 cagtaacgcc attttgcaag gcatggaaaa ataccaaacc aagaatagag 
aagttcagat 
     3661 caagggcggg tacatgaaaa tagctaacgt tgggccaaac aggatatctg 
cggtgagcag 
     3721 tttcggcccc ggcccggggc caagaacaga tggtcaccgc agtttcggcc 
ccggcccgag 
     3781 gccaagaaca gatggtcccc agatatggcc caaccctcag cagtttctta 
agacccatca 
     3841 gatgtttcca ggctccccca aggacctgaa atgaccctgc gccttatttg 
aattaaccaa 
     3901 tcagcctgct tctcgcttct gttcgcgcgc ttctgcttcc cgagctctat 
aaaagagctc 
     3961 acaacccctc actcggcgcg ccagtcctcc gacagactga gtcgcccggg 
accggtccat 
     4021 ggcccagtcc aagcacggcc tgaccaagga gatgaccatg aagtaccgca 
tggagggctg 
     4081 cgtggacggc cacaagttcg tgatcaccgg cgagggcatc ggctacccct 
tcaagggcaa 
     4141 gcaggccatc aacctgtgcg tggtggaggg cggccccttg cccttcgccg 
aggacatctt 
     4201 gtccgccgcc ttcatgtacg gcaaccgcgt gttcaccgag tacccccagg 
acatcgtcga 
     4261 ctacttcaag aactcctgcc ccgccggcta cacctgggac cgctccttcc 
tgttcgagga 
     4321 cggcgccgtg tgcatctgca acgccgacat caccgtgagc gtggaggaga 
actgcatgta 
     4381 ccacgagtcc aagttctacg gcgtgaactt ccccgccgac ggccccgtga 
tgaagaagat 
     4441 gaccgacaac tgggagccct cctgcgagaa gatcatcccc gtgcccaagc 
agggcatctt 
     4501 gaagggcgac gtgagcatgt acctgctgct gaaggacggt ggccgcttgc 
gctgccagtt 
     4561 cgacaccgtg tacaaggcca agtccgtgcc ccgcaagatg cccgactggc 
acttcatcca 
     4621 gcacaagctg acccgcgagg accgcagcga cgccaagaac cagaagtggc 
acctgaccga 
     4681 gcacgccatc gcctccggct ccgccttgcc cggcagcggc gccaccaact 
tcagcctgct 
     4741 gaagcaggcc ggcgacgtgg aggagaaccc cggccccacc gagtacaagc 
ccacggtgcg 
     4801 cctcgccacc cgcgacgacg tcccccgggc cgtacgcacc ctcgccgccg 
cgttcgccga 
     4861 ctaccccgcc acgcgccaca ccgtcgaccc ggaccgccac atcgagcggg 
tcaccgagct 



     4921 gcaagaactc ttcctcacgc gcgtcgggct cgacatcggc aaggtgtggg 
tcgcggacga 
     4981 cggcgccgcg gtggcggtct ggaccacgcc ggagagcgtc gaagcggggg 
cggtgttcgc 
     5041 cgagatcggc tcgcgcatgg ccaagttgag cggttcccgg ctggccgcgc 
agcaacagat 
     5101 ggaaggcctc ctggcgccgc accggcccaa ggagcccgcg tggttcctgg 
ccaccgtcgg 
     5161 cgtgtcgccc gaccaccagg gcaagggtct gggcagcgcc gtcgtgctcc 
ccggagtgga 
     5221 ggcggccgag cgcgctgggg tgcccgcctt cctggagacc tccgcgcccc 
gcaacctccc 
     5281 cttctacgag cggctcggct tcaccgtcac cgccgacgtc gaggtgcccg 
aaggaccgcg 
     5341 cacctggtgc atgacccgca agcccggtgc ctgagctgcc gcgcctggaa 
caatcaacct 
     5401 ctggattaca aaatttgtga aagattgact ggtattctta actatgttgc 
tccttttacg 
     5461 ctatgtggat acgctgcttt aatgcctttg tatcatgcta ttgcttcccg 
tatggctttc 
     5521 attttctcct ccttgtataa atcctggttg ctgtctcttt atgaggagtt 
gtggcccgtt 
     5581 gtcaggcaac gtggcgtggt gtgcactgtg tttgctgacg caacccccac 
tggttggggc 
     5641 attgccacca cctgtcagct cctttccggg actttcgctt tccccctccc 
tattgccacg 
     5701 gcggaactca tcgccgcctg ccttgcccgc tgctggacag gggctcggct 
gttgggcact 
     5761 gacaattccg tggtgttgtc ggggaagctg acgtcctttc catggctgct 
cgcctgtgtt 
     5821 gccacctgga ttctgcgcgg gacgtccttc tgctacgtcc cttcggccct 
caatccagcg 
     5881 gaccttcctt cccgcggcct gctgccggct ctgcggcctc ttccgcgtct 
tcgccttcgc 
     5941 cctcagacga gtcggatctc cctttgggcc gcctccccgc ctggaattaa 
ttctgcagtc 
     6001 gagacctaga aaaacatgga gcaatcacaa gtagcaatac agcagctacc 
aatgctgatt 
     6061 gtgcctggct agaagcacaa gaggaggagg aggtgggttt tccagtcaca 
cctcaggtac 
     6121 ctttaagacc aatgacttac aaggcagctg tagatcttag ccacttttta 
aaagaaaaga 
     6181 ggggactgga agggctaatt cactcccaac gaagacaaga tctgcttttt 
gcttgtactg 
     6241 ggtctctctg gttagaccag atctgagcct gggagctctc tggctaacta 
gggaacccac 
     6301 tgcttaagcc tcaataaagc ttgccttgag tgcttcaagt agtgtgtgcc 
cgtctgttgt 
     6361 gtgactctgg taactagaga tccctcagac ccttttagtc agtgtggaaa 
atctctagca 
     6421 gtagtagttc atgtcatctt attattcagt atttataact tgcaaagaaa 
tgaatatcag 
     6481 agagtgagag gccttgacat tgtttaaact ggaatgtgtg tcagttaggg 
tgtggaaagt 



     6541 ccccaggctc cccagcaggc agaagtatgc aaagcatgca tctcaattag 
tcagcaacca 
     6601 ggtgtggaaa gtccccaggc tccccagcag gcagaagtat gcaaagcatg 
catctcaatt 
     6661 agtcagcaac catagtcccg cccctaactc cgcccatccc gcccctaact 
ccgcccagtt 
     6721 ccgcccattc tccgccccat ggctgactaa ttttttttat ttatgcagag 
gccgaggccg 
     6781 cctctgcctc tgagctattc cagaagtagt gaggaggctt ttttggaggc 
ctaggctttt 
     6841 gcaaaaagct cccgggagct tgtatatcca ttacatgtga gcaaaaggcc 
agcaaaaggc 
     6901 caggaaccgt aaaaaggccg cgttgctggc gtttttccat aggctccgcc 
cccctgacga 
     6961 gcatcacaaa aatcgacgct caagtcagag gtggcgaaac ccgacaggac 
tataaagata 
     7021 ccaggcgttt ccccctggaa gctccctcgt gcgctctcct gttccgaccc 
tgccgcttac 
     7081 cggatacctg tccgcctttc tcccttcggg aagcgtggcg ctttctcata 
gctcacgctg 
     7141 taggtatctc agttcggtgt aggtcgttcg ctccaagctg ggctgtgtgc 
acgaaccccc 
     7201 cgttcagccc gaccgctgcg ccttatccgg taactatcgt cttgagtcca 
acccggtaag 
     7261 acacgactta tcgccactgg cagcagccac tggtaacagg attagcagag 
cgaggtatgt 
     7321 aggcggtgct acagagttct tgaagtggtg gcctaactac ggctacacta 
gaagaacagt 
     7381 atttggtatc tgcgctctgc tgaagccagt taccttcgga aaaagagttg 
gtagctcttg 
     7441 atccggcaaa caaaccaccg ctggtagcgg tggttttttt gtttgcaagc 
agcagattac 
     7501 gcgcagaaaa aaaggatctc aagaagatcc tttgatcttt tctacggggt 
ctgacgctca 
     7561 gtggaacgaa aactcacgtt aagggatttt ggtcatgaga ttatcaaaaa 
ggatcttcac 
     7621 ctagatcctt ttaaattaaa aatgaagttt taaatcaatc taaagtatat 
atgagtaaac 
     7681 ttggtctgac agttaccaat gcttaatcag tgaggcacct atctcagcga 
tctgtctatt 
     7741 tcgttcatcc atagttgcct gactccccgt cgtgtagata actacgatac 
gggagggctt 
     7801 accatctggc cccagtgctg caatgatacc gcgagaccca cgctcaccgg 
ctccagattt 
     7861 atcagcaata aaccagccag ccggaagggc cgagcgcaga agtggtcctg 
caactttatc 
     7921 cgcctccatc cagtctatta attgttgccg ggaagctaga gtaagtagtt 
cgccagttaa 
     7981 tagtttgcgc aacgttgttg ccattgctac aggcatcgtg gtgtcacgct 
cgtcgtttgg 
     8041 tatggcttca ttcagctccg gttcccaacg atcaaggcga gttacatgat 
cccccatgtt 
     8101 gtgcaaaaaa gcggttagct ccttcggtcc tccgatcgtt gtcagaagta 
agttggccgc 



     8161 agtgttatca ctcatggtta tggcagcact gcataattct cttactgtca 
tgccatccgt 
     8221 aagatgcttt tctgtgactg gtgagtactc aaccaagtca ttctgagaat 
agtgtatgcg 
     8281 gcgaccgagt tgctcttgcc cggcgtcaat acgggataat accgcgccac 
atagcagaac 
     8341 tttaaaagtg ctcatcattg gaaaacgttc ttcggggcga aaactctcaa 
ggatcttacc 
     8401 gctgttgaga tccagttcga tgtaacccac tcgtgcaccc aactgatctt 
cagcatcttt 
     8461 tactttcacc agcgtttctg ggtgagcaaa aacaggaagg caaaatgccg 
caaaaaaggg 
     8521 aataagggcg acacggaaat gttgaatact catactcttc ctttttcaat 
attattgaag 
     8581 catttatcag ggttattgtc tcatgagcgg atacatattt gaatgtattt 
agaaaaataa 

  8641 acaaataggg gttccgcgca catttccccg aaaagtgcca cctgacgtc 
// 


